
 
Impact Factor(JCC): 2.7341 - This article can be downloaded from www.impactjournals.us 

 

IMPACT: International Journal of Research in Applie d, 
Natural and Social Sciences (IMPACT: IJRANSS) 
ISSN(P): 2347-4580; ISSN(E): 2321-8851  
Vol. 5, Issue 1, Jan 2017, 57-60 
© Impact Journals 

 

“PLANT EXOMICS IN CEREAL IMPROVEMENT” 

PITAMBARA 1; PRACHI SINGH 2 & POONAM KANANI 3 

1,3Department of Agricultural Biotechnology, Anand Agricultural University, Anand, Gujarat, India 
2Department of Mycology and Plant Pathology, Institute of Agricultural Sciences, 

Banaras Hindu University, Varanasi, Uttar Pradesh, India 

 

ABSTRACT 

Exome refers to entire protein coding sequence in an organism i.e. exon. Although exome represent almost a 

hundredth of whole genome. It don’t provide complete picture of gene regulation they represent all sequences that code for 

proteins and regulate phenotype. It has advantages of producing sequencing data in a quicker way, since exome comprises 

only a small portion of genome. It is usually used to identify mutations in protein coding genes. Exome sequencing data are 

now becoming widely available for secondary uses. Many of the functional elements located outside exonic region is not 

sequenced (about 50% of SNPs are located in the intronic region). Exomics plays an important role in exploring 

biodiversity, to understand host pathogen interaction and investigating evolution of cereals. 
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